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840,387 89,640,525
Numb ted Total high¢ cripts
Key Metrics Atera Xenium Key Metrics Xenium
Median transcripts per cell 2,116 241 ~8.8f% Median transcripts per cell 929 60 ~15.5%
Nuclear transcripts per 100 m2 4,549.2 517.9 ~8.8fi Nuclear transcripts per 100 um2 2,252.0 150.1 ~15.0%
Total high quality decoded transcripts 624,095,990 117,652,311 ~53f% Total high quality decoded transcripts 1,040,030,708 89,640,525 ~11.6f%
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